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FEANR BRI, 4RIMAE 2015 4F 11 5, AMUN AP AHEE A Bigwid i AL JFEgnbY RNA B
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WE A BT S0 Y0 It — 2B 40 58, BT TT N SR AR R L A= A4 £ 45 3 b R B 1 BDC 3 BRI ARAE
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FRENCRRVE R B FEEA 22 i 3 (solute carrier family 22 member 3, Slc22a3)
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ECEME R P AR RR « EHC I S RIEDI0 R IO 4E RN S (BRI M MERERD 7 1 P 3
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5-methylcytosine: 5-FH JEfamsiE; PGCs: JfAR‘EFEAHM; Gametogenesis: MCTKA4E; Germcells: A4
VEANNE; Fertilization: 52%5; Zygote: A2F&UW; Morula: ZFEJL; Blastocyst: ZEL; Implantation: 5EAH;
Gastrula: JRffE; Birth: HiZ:.

K1 IR E & Bed B i R AL R B S LB ARES

Fig.1 The methylation degree of cells in different stages of embryonic development and its imprinting status!*4!
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FEEIEM . Ak, A SCERIGE IGF2 20 5 O LA M 58 1) 1 B 42 4y 55
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Z/0H 25%EICIE N gL I S RNA (Ui IGF2R 4w Air) « /MZA~ RNA (41 SNRPN %
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Dio3) Efic X AENICFE R R RFIAFEK10 (paternally expressed gene 10, Pegl0) .

41 H19/IGF2 EIEX

H19 1 IGF2 £ Al XA B & W R B — MHELEIE X (IGF2/H19) , AT A%
11 S AR A NR I 7 5 400K  H19/IGF2 EC X N A S 5 BB MR ARG R & -
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H19/IGF2 B AL FBEAL (B 2) | 1A ICR. WMUSEIR ., 7 F FiFHIH 37, CTCF
TN ST P 1R s e € AR 58 ELAE FTRD AR o B0 1 A TR B0 AIE A P R 58 LA
MIE AR, Er LUAY H19 AT IGF2 2 M [fEfE HAE™ . CTCF. BERAHIHEAL
[ ICR 1 block (£ F8IJc % e LM E A B4 MBS, JEid G913 1IGF2 1
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Fig.2 H19/IGF2 imprinting mechanism model(3!
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REMIEIG A KB MAMAT AR e TT Tk AR ] o IGF23E Rl B s ASTE IR I Wk % 104 77
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Abstract: Imprinted genes play a significant role in the regulation of life processes in mammals. In

the early stage of life, imprinted genes adjust allele’s expression or silence with epigenetic
modification and subsequently regulate the growth of embryos and placenta. The abnormal
expressions of imprinted genes are closely related to fetal growth restriction, developmental arrest
and thyroid detoxification in the embryos and placenta, so it is important to explore the regulation
mechanisms of imprinted genes on the development of embryos and placenta for the purpose of
prevention from intrauterine growth restriction, congenitial defect and potential diseases late in the
life. This review summarized the main characteristics of imprinted genes, erasure and

reconstruction of the imprinting of the sex gonad and the related epigenetic modification, and the
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