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Abstract  Terpenoids have considerable commercial value, but the production process is
complex and the yield is low. It has become a hot spot to synthesize terpenoids from
microorganism. Corynebacterium glutamicum contains a pathway to produce carotenoid, which is
a natural advantage for the synthesis of terpenoids heterologously. The synthesis of terpenoids
from C. glutamicum is summarized, including the terpenoids synthesis pathway in C. glutamicum,
key enzymes and global regulatory mechanisms in this pathway. And the advances in this pathway
in synthesis of monoterpenes, sesquiterpenes, and tetraterpenes are summarized. The problems
and advice efficient synthesis of terpenoids by C. glutamicum is discussed.
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Fig.1 Biosynthesis pathway of terpenoids in Corynebacterium glutamicum
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